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In our original alignment of kinase sequences in Figure 1B, two amino acids of the sequence of Haspin kinase were inadvertently
deleted (residues stretch -VLEFEFGG-, where the amino acids deleted in the original figure are underlined). This error has been cor-
rected and a revised protein sequence alignment is now presented in Figure 1. We are grateful to Dr. Jonathan Higgins for identifying
this error. The error was limited to the presentation of the Haspin sequence in the figure and does not alter in any way the conclusions
and discussion of the paper.

Figure 1. Structural Basis of Inhibitor Resistance
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